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Proteins discovered that are associated with the disease state. 

Integrative approaches to discover pathogenesis-associated proteins from the causal agent of citrus greening 
disease.
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Polyclonal antibodies against snap-frozen Liberibacter-infected phloem tissue were generated in chickens.  These polyclonal 
antibodies (PAbs) were then cross-absorbed with proteins from healthy citrus tissue to yield disease-specific "bait" antibodies.  
These bait antibodies were immobilized and used in the immunoaffinity capture of proteins specifically expressed in diseased 
phloem.  Disease-specific proteins were ultimately subjected to liquid chromatography-tandem mass spectrometry (LC-MS/
MS) and identified via Mascot database searching.  !
The proteins identified by PCMAT were compared to those in a plant protein database, a database containing all known 
bacterial proteins, and a database containing only suspected Liberibacter proteins.  Among the proteins found only in the 
disease state, 74, 55, and 30 had homologs in the plant, bacterial, and Liberibacter databases, respectively.  The 
collaborators will soon seek IP on some of these proteins for diagnostic purposes.  !
Meanwhile, progress is being made on the sensor technology.  The PIs will meet soon to decide which of the disease-specific 
proteins might be best to use in this antibody detection system.    


