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	TITLE: Accelerating Citrus Gene Discovery for HLB Tolerance/Resistance
	DATE: 1/5/2014
	SPONSOR: [Citrus Research and Development Foundation]
	CATEGORY: [Citrus Genomics]
	ABSTRACT: A number of Poncirus and Citrus cultivars have been recently found to be tolerant to HLB. Microarray-based profiling of the transcriptomes of two cultivars with HLB tolerance (Poncirus hybrid US-897and rough lemon) and two cultivars without HLB tolerance have identified over 1,150 genes that are differentially expressed in HLB-tolerant cultivars. These genes constitute a valuable pool of potential candidate genes from which true HLB tolerance genes may be identified. Additional candidate genes have recently become available from an RNA-seq experiment using rough lemon and sweet orange in a comparison similar to what was done with the Affymetrix microarray work in our lab (Fan, et al., 2012). This project aims to screen these potential candidate genes using high throughput target capture, massively parallel sequencing of targeted gene regions, and genetic association and linkage analysis to find the most likely candidate gene(s) for HLB tolerance in Poncirus and rough lemon. After several rounds of candidate searches, we have recruited suitable post-doctoral research associates. One post-doc scheduled to arrive in January 2014 and another to begin shortly thereafter, so it is our intention to accelerate the project substantially at that time. In the meantime, sequencing of the Poncirus and rough lemon genomes are in process. Plant materials to support the project are being collected and grown, for downstream applications.  We are in the process of compiling the list of nearly 1,300 candidate genes and downloading their sequences for designing a high throughput target capture system that will be used to target sequencing, genetic association and linkage analysis.    
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