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	HEADLINE: •RNAi-mediated gene knock-down of Citrus transcriptome
	TITLE: •RNAi-mediated gene knock-down of selected members of 'Candidatus Liberibacter asiaticus' induced citrus transcriptome with CTV based silencing vector to prevent HLB infection of young citrus
	DATE: 11/5/-2014
	SPONSOR: [Citrus Research and Development Foundation]
	CATEGORY: [Pathogen/Disease Detection]
	ABSTRACT: Extensive accumulation of Callose and Phloem protein 2 (PP2) have been observed in citrus plants infected with Huanglongbing (HLB) implicated in plugging sieve tubes interfering with source-sink transport of nutrients.  Transcriptome analyses have indicated the over-expression/accumulation of the transcripts for callose and PP2 genes. During the course of our investigation we have tried to silence the endogenous citrus genes responsible for the accumulation of callose and PP2 in phloem (callose accumulation in phloem is mainly due to the activity of callose 7 gene) using silencing potential of the citrus tristeza virus vector.  Towards this end, we engineered the truncated versions of Callose and PP2 genes into CTV vector. We have generated citrus macrophylla plants expressing double-stranded RNA (dsRNA) to regulate the expression of endogenous callose 7 in this case we used callose 7, so as to silence the phloem callose.  We have observed reduced accumulation of callose 7 and PP2 in phloem as determined by real time quantitative PCR (RTqPCR).  Presently we are exposing these plants to psyllids reared on HLB positive citrus plants (hot psyllids) to study changes in accumulation of callose 7 and PP2 with the progression of HLB disease.
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