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Required: What is the “headline” for this report (e.g. a one-sentence “newspaper headline” describing what you accomplished)

Asian citrus psyllid small RNA sequences look promising

Proposal Title

Targetting Diaphorina citri using insect virus-induced systemic RNA interference

Today’s Date ~ Sponsoring Organization (drop-down) Category (drop down)

4/5/13 Citrus Research and Development Foundation Vector Management

REPORT UPDATE (500 words; summarize your accomplishments )

We have made further progress on nucleotide sequence and bioinformatics analyses of Diaphorina citri samples from
several worldwide locations in order to identify candidate D. citri-infecting viruses. We are continuing to sequence and
characterize the D. citri reovirus that we have already identified from Taiwan samples. We have re-constructed a new
small RNA library for the Taiwan D. citri RNA samples and we hope that we can generate additional contigs this time in
order to identify the full genome sequence of the reovirus, but also we hope that deeper sequence analysis may identify
additional viruses as the RNA quality of these samples was excellent. This virus is confirmed also to be in psyllids from
China, but not from Brazil. It is likely present in Florida D. citri samples due to previous reports, but we have failed to
confirm these at this time. We have also now generated small RNA libraries for Diaphorina citri RNA samples from China
and Brazil. Both of these RNAs showed good quality with RIN (RNA integrity number) = 8. After validating cDNA
constructs, we submitted these two libraries to BGI (Beijing Genome Institute) sequence facility in Hong Kong for deep
sequencing in lllumina’s Solexa platform with HiSeq system. We are waiting for these sequences to start data analysis.
We also have received five new RNA samples from Florida and samples from Pakistan. After analyzing RNA quality, three
of the Florida samples were selected for small RNA library construction and deep sequencing. Right now, we are
generating these libraries and they will be sent for sequencing soon. We have now established a virus-free D. citri colony
within the UC Davis Contained Research Facility. We will use these psyllids for biological assays as D. citri viruses are
discovered and prove to be workable.
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