CITRUS ADVANCED TECHNOLOGY PROGRAM
QUARTERLY & FINAL REPORTS: Control of Citrus Greening, Canker & Emerging Diseases of Citrus

September 2010 Q Quarterly Report Q Final

Proposal Title

Genome-enabled metabolic reconstruction of Ca. Liberibacter asiaticus and its use in culturing and
controlling the pathogen.

Today’s Date ~ Sponsoring Organization (drop-down) Category (drop down)

’4/2/13 Citrus Research and Development Foundation Culture, Molecular Biology, Koch's Postulates

REPORT UPDATE (500 words-It is not necessary in this public report to disclose your institution's proprietary information or intellectual property.)

Media development based on the Liberibacter asiaticus metabolic reconstruction continues. This process is slowed by an
incomplete annotation and the lack of a closely related bacteria with an established growth medium.

It was suggested that Liberibacter asiaticus may be dependent on other microbes in the psyllid gut and the citrus phloem.
The bacterial diversity in citrus phloem was determined previously (Tyler et al 2009). The microbial communities of the
psyllid will be elucidated through targeted 16S amplicon sequencing. If a relationship is discovered a co-culture
methodology will be explored further. To this end DNA was obtained from psyllids and their Liberibacter asiaticus titer was
evaluated with gPCR. A universal bacterial 16S rRNA gene primer set was then used to amplify this gene from any
bacteria present in the psyllids.
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